LOGAN DUMITRESCU

Nashville, TN
Telephone: (615) 875-7769 | E-mail: logan.c.dumitrescu@vumc.org

EDUCATION

Mar. 2011 Ph.D. in Human Genetics, Vanderbilt University
Dec. 2010 M.S. in Applied Statistics, Vanderbilt University
May 2004 B.S. in Biological Sciences, Vanderbilt University

e Summa cum laude

RESEARCH & WORK EXPERIENCE

2016-present Neuroimaging Genetics Staff Scientist, Vanderbilt Memory &
Alzheimer’s Center, Vanderbilt University Medical Center, Nashville,
TN

e Leverage advanced computational approaches from genomics,
proteomics, and neuroscience to identify novel markers of
Alzheimer’s disease risk and resilience
2013-2016 Regulatory Writer, Synchrogenix Information Strategies Inc,
Nashville, TN
e For our biopharmaceutical clients, assisted with and led the writing,
editing, and formatting of clinical regulatory documents, including
clinical study reports, protocols, Investigator Brochures, patient
narratives, and agency regulatory responses
e Led clinical trial disclosure activities, including lay summaries of
clinical trials and posting of clinical trial results to public databases
e Performed quality control reviews of regulatory documents
2011-2013 Research Fellow, Center for Human Genetics, Vanderbilt University,
Nashville, TN
e Advisor: Dr. Dana C. Crawford
Research focus: Identification of common genetic variants that
contribute to common, complex diseases, including resistant
hypertension, cancer, and type 2 diabetes
2006-2011 Graduate Student, Center for Human Genetics, Vanderbilt
University, Nashville, TN
e Advisor: Dr. Dana C. Crawford
Research focus: Identification and characterization of common
genetic variants that influence lipid and lipoprotein distributions
2005-2006 Laboratory Assistant, University of Alabama, Tuscaloosa, AL
e Advisor: Dr. Janis M. O’'Donnell
e Research focus: The dopamine synthesis pathway in Drosophila
melanogaster
Summer 2003 Research Technician, Vanderbilt University, Nashville, TN
e Advisor: Dr. Daniel J. Funk
Research focus: The speciation and ecological specialization of
herbivorous insects



TEACHING EXPERIENCE

Spring 2012 Teaching Assistant for Human Genetics 330: Special Topics in Human
Genetics, Vanderbilt University

Fall 2011 Teaching Assistant for Epidemiology 333: Analytical Techniques in Genetic
Epidemiology, Vanderbilt University

2009-2010 Teaching Fellow for the Interdisciplinary Graduate Program, Vanderbilt
University

INSTITUTIONAL COMMITTEES

2010-2013 Standardization of Student Evaluations Committee, Graduate School Student
Representative, Vanderbilt University
2009-2010 Human Genetics Student Association, President, Vanderbilt University
2009-2010 Program in Human Genetics Oversight Committee, Student Representative,
Vanderbilt University
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